SEQUENCE LISTING 



01 
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<130> WU43 
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<210> 1 
<211> 9345 
<212> DNA 

<213> MOUSE UROMODULIN 



<400> 1 

gggggggccc 

catatgagat 

attatgcaat 

taacctatat 

accctactta 

tctatgtgac 

cactcacagt 

cactttctcc 

ttcagtacta 

tatttccaat 

tctcctcagg 

aacaaattct 

tctgccccat 

aaaaggctct 



tcgggagttt 
ccagtgacaa 
caggccggac 
gattttaccc 
tgtcctatgt 
tctgctcact 
ttcttgagag 
tcataatcca 
tcgtatctac 
ttctctattg 
tctcctggtc 
ctccatgggt 
cttcactcat 
ccaagagaat 



ggctaagtct 
gctcatctct 
tcatcctctg 
atttcccctc 
gactccagct 
tcttccacgt 
cagaagactc 
catatctaaa 
tgtctctacc 
ctgcaaagtc 
tccacacacc 
ttgttccctc 
ctctgctttg 
aatatttgaa 



tgcaaatgag 
agatgtctgc 
tggctttgtc 
catggcactc 
gcttcctttg 
gactccacca 
agaactgatc 
gctatagaga 
ctgtaactgg 
ttgagaagtc 
attcacactt 
tacccaaatt 
gtcattcaaa 
agcattttgc 



c\gtgatgac 
ataccaataa 
tctt\ctact 
aactctNcctc 
atgagag^eca 
atctgtct. 
tgtcctcaat^ 
taatttcatg 
tatcttcatg 
tagtcttatg 
cttgaatatt 
catgccttca 
tctcaaatgt 
tattctatca 



aggtttgcgc 60 
gtgacccatc 120 
gtaaacttga 180 
ttcctatgtg 240 
tcctgttctt 300 
attgcagagt 360 
v gtcctcccta 420 
^actatagct 480 
actetctcgaa 540 
gatVtccttt 600 
ctttgaacat 660 
ggatacttac 720 
agccatt\et 780 
agtgatca&a 840 



1 



f 



gaTs 



caatgtctgc 
^gtttgctgt 
K:aaattg 
ccaa\ 

taacac?aaac 
gaaatctc 
gaggcagat? 
gtcttgattt 
ggaagaaacc 
ggtcctggaa 
aagcaccggt 
acttaatcac 
gattaggatg 
tctctgtttc 
aggaactaaa 
tttgtatttt 
cacatctaga 
tatggagtta 
gacatgtggc 
agcgcccatg 
cacctgaagc 
ctctgttagg 
cctgtcactt 
aactccaccc 
atggaatact 
tgggctt cag 
acttcagtct 
tcaccaaatg 
ggagttccat 
acaaactgac 
tgagttggtg 
ctagaagata 
ctttggtctg 
tgtaggagta 
acctaacaac 
aactaaacat 
tgccatattt 
atagaaacaa 
actcagctct 
gaaaccctcc 
aaaacttaag 
gcagcatgca 
aatggatagc 
ataaaaaatt 
t.agaccccat 
ttcctttgtc 
attatggttt 
ctgcatacat 



tcctgccacc 
atgtgttctg 
aatcatcaga 
aggtaaggac 
ttaatagatt 
accagtttca 
cagggggact 
tttttcaca 
ttrtgccttgc 
tcaotgtgac 
gtgct\gtat 
acctgtaxaa 
tgggtata 
actttattgg 
ttcccccatg 
tagatcccca 
tgaagcaggg 
ggttttagta 
tgcctgtcaa 
acaagcagtg 
ctcagagacg 
aagggcttca 
gaccctctcc 
tactgaaaaa 
gttaacccct 
tttgcactag 
gctctcctat 
aagtttccag 
ggaaactccc 
agcaactgtt 
cctacataaa 
ctcttccctc 
ttagagtggc 
accaaacaat 
acttgggtgg 
gactgttctg 
atagatcagt 
atatagagcc 
aaaagggatg 
agaagacgag 
gccttcaaga 
cagagcctgc 
cactctgatt 
agtctttttt 
gcccagcagt 
ggaaagcttt 
cttgtttcag 
gtgtgtttct 



igac 



accatgacca 
tgtggtacat 
tagcaccctc 
attatcccag 
aaaacagcac 
atgtttagac 
atgatttaaa 
ttgggctaaa 
agcttcccag 
cttatgctcc 
ccaaccttta 
gtacttttca 
tgtggggtgt 
acttgaa 
g^ctctgtg 
gaaNgaaattc 
aacagcctga 
ttcaag\cac 
aggtggg< 
acatggac 
ggaagaggag 
aaaccgtctt 
tgctctgtct 
agatgaaacc 
caagacataa 
ctaagtatgt 
ttattgacaa 
taccaggaat 
aaacaatcca 
gaaagacaat 
tcctctagct 
caccaaagga 
ctgcctgcaa 
atctgatagg 
atgagaaccc 
ctaaaagaac 
tccttgttca 
cacagccaga 
tctccatcaa 
tcagaaagag 
cacaactgta 
atgggcttgt 
cctaacccag 
caaagggagt 
agatggccaa 
ttgtttgctt 
gtttttaatg 
taagcccgtt 



tccccatgaa 
tgtagataaa 
tctctgagag 
gtccatgctg 
ggatttattc 
ttgatgcaca 
gcccattttt 
agtcaaggat 
agggccgcca 
atcctcacat 
ggagccccat 
ctctgcaaag 
cattattcaa 
cttctaagaa 
ctttccacct 
ccactctcaa 
gncctggaac 
gatgcaagac 
atggggctgc 
caaggctgca 
gggagcaga 
c^aagttttt 
gcttc 
actt^±caat 
agctgaNctga 
aaccttg\ag 
catgtaag; 
gggttatat* 
ggctattggc 
acctacacag 
ctatgaaggt 
gaaatgtaaa 
gttctgctgg 
ttaaggccca 
gagaccagat 
ctaccaataa 
tccatcatca 
taatatccag 
cccccccccc 
tgtaagatcc 
agggaacaca 
accagatggg 
aagtgacccc 
ctcactggga 
cagaaaatga 
tttcttaccc 
gaactcctga 
ctttttcttt 



tacagacact 
tgctgtaata 
gcatgatctc 
gtttccgtat 
tcacatgttt 
cctgtaattc 
aagctgctgg 
catcagggtt 
gcattccttg 
tccctctgca 
agatccccca 
caatatttgt 
tgcttcatat 
gaactgaggg 
atcacacaag 
ccctccatcc 
tcactggagc 
tcacctgcct 
tgagactaag 
gtgtgcatgc 
aagatggggt 
gatcctttta 
tcaaaaccct 
ataaacctca 
agggataagt 
atattactca 
cacataccgg 
aatcgagtt 
tttg 
ct^cactgaac 
ccaVaatggt 
cact\agcca 
tgtaaraatg 
ctccatg^ga 
aggccagg? 
aatagctcd 
gaaaacttcc 
agagtgagat 
ccccaccttt 
agaagggatg 
tatgaactta 
gttctagagc 
taactgatag 
aaataaacca 
actcaatgtc 
tacaggtcct 
gtgtgtgaat 
tcttctcttt 



gcctt cttag 
aacatctgtg 
atggttatcc 
tgattgtttc 
tgagacgcca 
tggtacttag 
gtgagaacct 
ggtgcattct 
gcttgtgttt 
tttatcctct 
tttctcctcg 
gggtccaagg 
ttacactgtt 
gtattgttgt 
acagagggta 
ctgacttgct 
cagatgactc 
tcccctcaca 
tcacgtggac 
tccacaggtg 
acagataccc 
aatgtatcca 
tcatcccctt 
acagctaagc 
ttgaaaaaaa 
gtttctctga 
gcatttcttg 
gttggccaaa 
atgtctctcc 
acagagaagc 
attcatggcc 
gccataaacc 
gcacagagct 
tcaaacccag 
cctatgggaa 
agtgacattc 
cttcagtag 
cctggaac 

ca 

gagoacatcc 
gagactetggt 
tgaaagWaga 
tgacttg^aa 
ctctaaat 
atctttga' 
ttgcatattt 
gtgtgtgtct 
attgtttaaa 



900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
^600 

37; 



2 



aaaacaattg 
agaVjggaga 
ggaaopataa 
caaggc^acc 
ate 

tccatatcc 
caagtctcc 
geaacatgea 
cactggtgaa 
ggtatcaaat 
aggagacagg 
accttcctcc 
cegggaagat 
atggagagag 
atactctgag 
caagacagct 
taggggagtg 
gacaggagta 
cccttctgta 
gatgaacaga 
caatctcact 
gggaggaatg 
ttgggaaata 
agagcagagt 
gctctggtgt 
agagacttag 
atgcatcaaa 
aaagtctcct 
ctttaaattc 
ggcatcagta 
catgtttttt 
gcacacacac 
gcaaaagtga 
tgaaagttat 
atattctatt. 
aatgaccttg 
caccactata 
catatataca 
tacacacaca 
acatgetact 
agagatgtcc 
ttcagatttt 
gggactgggt 
atccacttca 
accagcatca 
gagttaaatt 
aagatgattc 
gtccagttca 



ttctttattt 
agaggttgga 
tcagggagaa 
ataatcagaa 
aacagtctga 
atgccctgcc 
tcaaaaccaa 
gtctttaat 
a^atggagag 
tao^tggtgt 
aataNagtgaa 
taaaaVtgaa 
gagggao^paa 
ggggtca; 
gatggcctgJ 
tgctctgttt 
gaggggaaag 
ggagggacag 
tatgeacata 
ggecagtett 
tgagtgagtt 
ggtgggagaa 
gcagctatat 
atagtagece 
ggctggtaga 
acagcccagg 
tccagagacc 
tgctcctgcc 
agaagggata 
actaaagtta 
ttgttatgaa 
acacgcgcac 
ataaaaagat 
actcagaact 
ttactgtttg 
agcttctgat 
ctcagtttat 
cacatacaca 
cacacacata 
ttggtccaaa 
caagaaagtc 
tctcagcaca 
gtggcttgtg 
gactttgact 
ctgttcacag 
ccctgggata 
cctagtccaa 
ggagtgtcca 



tattattatt 
ggaattggga 
ccataatcag 
tatactgtat 
ctgaagaata 
tgtgttagca 
gtgtgtacag 
ggtgtggaga 
aatagatata 
ctgtgagatc 
ggagagaagg 
tgaggtggcc 
catccacaag 
atggagcaaa 
ctgtggtgag 
cagatcctt 
gVatatagat 
gt\tgcacaa 
caca\jtgagc 
cagt 
gagtgaatct 
gcaaattt^a 
attcagttt 
tgtgtggcag 
cataggaaag 
aaagtttgtc 
agaaagcacg 
taaagctttg 
caagaagaga 
caaagataac 
acacacgcac 
acacacacac 
atttctcact 
attttgtact 
tggcagecta 
ccttatatct 
gctgtgctaa 
cacacacaca 
tatgtaaaat 
actttcactt 
agtgtggttg 
atgacatcta 
gctctagcta 
caaacatcac 
ggcagggcat 
etagtcaegg 
ggaccctcta 
gatggtctga 



ccttatttta 
ggagtaaagg 
ggggagecat 
gaaaaaaatt 
gcacttggta 
agttaagaga 
aacattgtct 
atttcagtgg 
tcctttgaga 
aattggttgt 
gaggacattg 
ttcattccaa 
gaatggcagg 
gaaggatgag 
caaaatgtgg 
aaataaaggc 
agatgeagaa 
ggctttgtcc 
tagtgtgcat 
cttcaggccc 
cctagtattc 
gactggttga 
ctcgttcctg 
:cacaccaag 
itccttgta 
:caggac 
gtgfl± agcac 
ccaa^tctgc 
acttaaatgg 
aatcagtcggt 
aggcacaggc 
aegcatgeat 
ttggcaaagt 
agagggaggt 
agttggtctt 
acactctcaa 
ggactaagee 
cgtatatata 
ttgggaagat 
ttaggaagtt 
tcttagttat 
ttctatcaag 
tttctatttg 
caagtattcc 
cacatctcac 
tggactcagg 
ctgtttggac 
taacctgatg 



gacagaaaca 
gacagaaacc 
aatcaggggg 
ctattttcaa 
agtaactctt 
aaagattatt 
gaggagtaag 
agttggcacg 
aatttggtct 
ctctgtaggt 
gagcacccaa 
ggagaagaga 
aagtcatcct 
caagaaaatg 
gcaaagtggc 
acatggcatg 
gtaccagagg 
tctccccacc 
atgtgtgcac 
tatctacctt 
tacagaggtt 
tttcttgaat 
gctggcttcc 
cagacagaag 
gcaagatgtt 
cagccagcac 
ttaggaagag 
aaaccttgaa 
gaccttgtaa 
gagtgaacaa 
actcacgtgt 
acatgcacca 
gatggaaag 
taaattat 
gaVctcacta 
gtg- 

caatftataca 
tgtataVata 
atatcaa\ct 
aagaagga 
gcttcctgct 
tttttgataa 
tgactgecta 
cacttgeatt 
aaagggaaag 
caaacagcct 
tccagtcttg 
ccattctcag 



ttgtggatcc 
ataatcaggg 
agecataate 
taaaaaaaga 
gttataacaa 
ccaagagatc 
attgeatttg 
tcagaaagca 
caaaaagtag 
tagcttacat 
ggagagaggg 
ttcaggtege 
gtgtgcataa 
gtggatgtgg 
actccatgaa 
ccatggaggc 
agecaggaag 
agctctctct 
atatgeatgt 
gtttttgaga 
tcctcaggtg 
ttcagtgggc 
tggggtgatc 
atagggcatg 
tgecat ctcc 
tgagactgga 
acactagccc 
aaattagcat 
aaaagcatag 
aggacatggc 
gcgcacgcgc 
cacacaaact 
ttgatcaaaa 
tgttattgtt 
tgaagctagc 
tataagtgtg 
aacacacaca 
tatacataca 
tctttaaagt 
agacagaata 
:agtcaatgt 
:tctttacat 
;agcaaagc 
gtcstctgtta 
gga\^gggaa 
cttca^ttgt 
tctgaoagag 
agactc^ttc 



3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5220 
5280 
5340 
5400 
5460 
5520 
5580 
5640 
5700 
5760 
5820 
5880 
5940 
6000 
6060 
6120 
6180 
6240 
6300 
6360 
6420 
6480 
6540 
6600 



si 



v ctgtctggaa 
:ccagtct 
gtdtttttcc 
gccca^aacc 
aaaggtgaaa 
ttgtgtctrfea 
attctatgcc 
gcagagaata 
gcacttactt 
cacccccata 
aagcttagct 
tgtaaaacct 
tcattttgaa 
aaagctcctt 
attattctct 
ttgaatgaat 
aactccaagg 
ctttttgctc 
cataggggtg 
cagtcttcct 
catatagagg 
gcatgtgcct 
caaagtacct 
aaaggatggg 
ctctggctga 
tgtgtgtgtg 
cacacttgat 
acttcgaagt 
ctctgaatta 
ctgaaccatt 
gacccacctc 
gagtactctg 
tggtcaggcc 
attcttttct 
ggaggattcg 
ctcggatggg 
atgggcaggg 
cggtgttctg 
tcctgccaga 
accccatgga 
tgctcctgtc 
tgctcagagc 
gactacttgt 
ccaggctcct 
tgtcaagacc 
ggtgtgggct 



:gcc 



tctagtgagg 
tcaaagcaaa 
tggctccttg 
ttggcactgt 
acagagacct 
ctcccagggg 
aaaagggaag 
±ctgaggga 
gtWatggac 
tccacttctc 
tctggaxcact 
agggtaa\gc 
aatactag' 
atctttt< 
ttggtatcta 
aagtaggtga 
ctgcctccag 
caaatgaaag 
tattcacaga 
tttacataca 
gtacacaaca 
cacccacctc 
aacccatcct 
gatccctttg 
agccagtaac 
tgtgtagaga 
gtgatcttta 
tttgttaaga 
atagcagcgt 
tctgcacttc 
tcctgtaagt 
gaattacact 
atgtgcgtgt 
gtaaatgaag 
ctaaactcta 
tgtgttttga 
gcacctgcca 
aatgccacaa 
ccggcttcac 
ctcacaactg 
aggatggttt 
aggggctcag 
gcgtgtgtcc 
gtgagccagg 
cctgcaatac 
actcctgtga 



aggacttatc 
cattcctttt 
ggcttaggtc 
tttgccagtt 
tgtatttcca 
aaaaactaac 
gaaagttcta 
gagggccagc 
cagtcctgtc 
ctctatctaa 
ggggtcccat 
ttgcatccat 
tgtattatag 
vatttctttac 
:accttgtt 
gaWcaaattg 
taaqujtataa 
actcaVjttct 
ggcttcragaa 
agctgtg\ct 
aaagcattAc 
tgttctcatc 
tgcctttggg 
acctggatgc 
tcaacagaag 
aatgttccct 
ttttaagccc 
tgcaaattct 
gtgggtgatg 
acggtaaagt 
gtgaagtcat 
aagtataatt 
accctgtttg 
aaaatgaaaa 
gactgaaaag 
aggtgccaac 
gctgcaggga 
ccacgccacc 
tggtgatggg 
ctccaacagc 
tcgtctgacg 
taactgtcat 
cgagggcttt 
actggactgc 
atatgagacc 
cgcgggtctg 



tggtgaagct 
atcctaacac 
taccttgtcc 
aatgtctaac 
ggcacaggtg 
aacaacagac 
cccccacaga 
caagggcagg 
ctgggttcag 
tcccattata 
gctaaccttc 
ctggaattat 
ttatgt'atgt 
atgagttgta 
tggcacataa 
taagttcagg 
gtcctgagtg 
tcaaaatgtg 
gcccaccaaa 
cctggtntac 
ttctgtctat 
atttcaggca 
aggtgtttc 
ctggtaat 
cg\gtaagtg 
ttg^agaagc 
atttotcaga 
actttaVtag 
tttctgg^jg 
cacaagc 
cccatggggg' 
gtgaggtcat 
acaactggct 
tgggttccag 
tcaatgaata 
aacttaacaa 
ttctgaagct 
tgcacggtgg 
ctggtgtgtg 
agctgtgtga 
cctgagctga 
gccctggcca 
acaggggatg 
ttgccccagg 
ctgactgagt 
cacggctggt 



gtcctttaga 
agtctgactt 
ttgcccaggt 
tgaggaatgt 
tgaccccaat 
tcatggcttg 
aacaatctca 
caagtatata 
gtaaggctgt 
tttcagggag 
atggcatcct 
ttcacctgtt 
atatagagtt 
tgaagatgta 
tactactcaa 
taatcacgaa 
agcctttccc 
cagcacatgg 
cctacagtta 
atccatgctg 
agggaagcaa 
tcagaaacac 
caggacagag 
gatggtaacc 
tgtgtgtgtg 
aatcttaatc 
ttgtaatgag 
gtctagcaag 
gacaaggggc 
cccagataca 
^tagctttgcc 
:aaaagc 
tg\tcgttct 
\aggggg 
gaggaVctcca 
gtccaga^aaa 
gggctctu^t 
atggtgt 
aggacatgga 
acaccccggg 
gctgcactga 
cctgtgtcaa 
gttggtactg 
gcccggatgg 
actggcgcag 
accgg 



acaggagtgt 
cagatatact 
ccaagaaaag 
cttgctgcca 
gtcaatcatt 
gaaaaggtga 
gagggcagaa 
ttgatcacag 
atgaaactgt 
gttgtggtag 
ggtatgctgc 
gcaaccacaa 
aatcatctct 
gacgatattc 
taagggtttg 
cttcctgtaa 
catcttgcaa 
aggtttgcga 
gatcactgta 
ttttctgatc 
attagatcat 
aagggaaatc 
ggcagagtgt 
tcctggtt ca 
tgtgtgtgtg 
cctcttttag 
cacaggactc 
gggcccgaga 
taaaacacct 
taagagattt 
ttccaccctg 
acatgttctg 
gaatgtcaat 
tgtgccctgg 
ctcaggggag 
gcaagaaagt 
gtccgcagga 
cacaacgtgc 
gagtgtgct 
c\cgtttaag 
tg"Dggatgag 
cacaqaaggc 
tgagt^ctcc 
aaagctgl 
cacagagt^t 



6660 
6720 
6780 
6840 
6900 
6960 
7020 
7080 
7140 
7200 
7260 
7320 
7380 
7440 
7500 
7560 
7620 
7680 
7740 
7800 
7860 
7920 
7980 
8040 
8100 
8160 
8220 
8280 
8340 
8400 
8460 
8520 
8580 
8640 
8700 
8760 
8820 
8880 
8940 
9000 
9060 
9120 
9180 
9240 
9300 
9345 



4 



i 



>10> 2 
<2\l> 297 
<212s> DNA 

<213:\gOAT UROMODULIN 
<400> 2' 

tactggcgcfe gcacagagta cggctccggc tacgtctgtg atgtcagtct gggcggctgg 60 
taccgcttcg\tgggccaggg cggcgtgcgc ctgcccgaga cctgcgtgcc cgtcctgcac 120 
tgcaacacgg ^cgcgcctat gtggctcaac ggcacgcacc catcgagcga cgagggcatc 180 
gtgaaccgcg tg\cctgtgc gcactggagc ggcgactgct gcctgtggga cgcgcctgtc 24 0 
caagtgaagg cctgytgccgg cggctactac gtgtacaacc tgacagagcc ccctgag 297 



<210> 3 
<211> 653 
<212> DNA 
<213> GOAT UROMODULIN 



<400> 3 

actatagggc 

aaaagaacat 

aaccacacaa 

acatgaccct 

acacctctac 

catggagcgc 

accaatgaag 

gctaaataca 

aagatgccta 

tttactggta 

gggangcang 



acgcgtggtc 
cactaagccc 
gagatgtgaa 
tccattgggt 
acaaccccca 
acacacactg 
caagtagctt 
aaagtcattt 
tcccagtgtt 
ttattgcaca 
gnaaggagat 



gacggcccgg 

ccctgocctg 

catacctVtg 

tgcacattg<£ 

actggagtt 

tggtcctgca 

aaaccttctg 

cccagggcca 

tgacatatcc 

gagaaacaca 

ctgagcaaaa 



gctggtaaat 
gcactttatt 
tggtacccaa 
tgttagcttt 
tctggaacag 
icctcgattt 
aa±ctcaagt 
ctggagagga 
taac\gctta 
caaagx^tca 
ggcatagaat 



cttaaaaaaa 
ggaaggtcaa 
agacatcccc 
ttgttggaga 
agtaaatacc 
gtgtcctggc 
ttcctcaccc 
ttctatcaga 
atacacgaga 
gtgcccctgc 
atatcaagct 



aaaaaaaaca 
gaacacactc 
tttcacacat 
agggagctag 
atcgtgtcat 
tctgctgctt 
tcaaactata 
taatggatag 
gctcaccatc 
taggtagaga 

ggg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

653 



<210> 4 
<211> 655 
<212> DNA 

<213> GOAT UROMODULIN 



<400> 4 

cgggggaagg 

aggaccatga 

ttttctgcct 

ggcttgccac 

tctggatgaa 

cgcgctgggc 

ctgcgaggat 

ctgcatcaat 

gaggcactgt 

tgacgcgcta 



tttattttgt 
aaaaatctct 
gcagaaagct 
gacctgcgcc 
tgcgccattc 
tcctacacat 
gtggacgagt 
ggcgagggca 
gagtgttccc 
gtgtgcgctg 



ttcttttcaa 
ttgtnaaaag 
gctctgaatg 
tgccaggagg 
tgggggcgca 
gcgtctgccc 
gtgcagagcc 
actactcatg 
cgggctcctg 
acccgtgcca 



agggggtctt 
tgccaagcgg 
tcacgccaat 
gcttcactgc 
caactgctcc 
tgaaggtttc 
agggctcagc 
cgtgtgtccc 
cgggcctggg 
ggcgcaccac 



gntctgtc^c 
tccccact 
gccacttgta> 
gacggcctcg 
gccaccaaca 
ctcctgagct 
cgctgccacg 
gcgggctacg 
ctagactgcg 
atcctggacg 



aaagaccnta 60 
gaatctgggc 120 
^cggtggacgg 180 
latgtgcgga 24 0 
goiigcgtgaa 300 
cgg^gctcgg 360 
ccctggccac 420 
tgggggacgg 4 80 
tgcgggaggg 540 
aatactggcq 600 



5 



:agcacagag tacggctccg gctacgtctg tgatgtcagt ctgggcggct ggtac 



655 



<21>0> 5 
<21^> 24 
<212A DNA 

<213>\mouse UROMODULIN 



<400> 5 
tggaccagt^ ctgtcctggt tcag 



24 



<210> 6 
<211> 24 
<212> DNA 
<213> MOUSE UROMC 



)ULIN 



<400> 6 
gggtgttcac acagctgctgN 



24 



ni 



<210> 7 
<211> 22 
<212> DNA 

<213> MOUSE UROMODULIN 



<400> 7 

agggctttac aggggatggt tg 



22 



<210> 8 
<211> 22 
<212> DNA 

<213> MOUSE UROMODULIN 



<400> 8 

gattgcactc agggggctct gt 



22 



<210> 9 
<211> 24 
<212> DNA 

<213> MOUSE UROMODULIN 



<400> 9 

ggaacttcat agatcagacc cgtg 



24 



L0> 10 
<2\1> 24 
<21^> DNA 

<213* MOUSE UROMODULIN 



<400> M.0 

tgccacaVttc cttcaggaga cagg 



24 



<210> 11 
<211> 22 
<212> DNA 
<213> MOUSE 



iROMODULIN 



<400> 11 
agggctttac agggcfetggt tg 



22 



<210> 12 
<211> 22 
<212> DNA 
<213> MOUSE UROMODULl! 



m 



<400> 12 

gattgcactc agggggctct 



22 



<210> 13 
<211> 22 
<212> DNA 

<213> MOUSE UROMODULIN 



<400> 13 

gcctcagggc ccggatggaa ag 



22 



<210> 14 
<211> 22 
<212> DNA 

<213> MOUSE UROMODULIN 



<400> 14 

gcagcagtgg tcgctccagt gt 



22 



<210> 15 
<211> 20 
<212> DNA 



<213> MOUSE UROMODULIN 



:400> 15 

tgfccctatgt gactccagct 



20 



<210> 
<211> 2C 
<212> DNA\ 
<213> MOUSt 



VUROMODULIN 



<400> 16 
tctcctcagc tct^ctggtc 



20 



<210> 17 
<211> 20 
<212> DNA 
<213> MOUSE UROMODULIN 

<400> 17 

tcctgccacc * accatgacca 



<210> 18 
<211> 20 
<212> DNA 

<213> MOUSE UROMODULIN 



20 



<400> 18 

aagcaccggt gtgcttgtat 



20 



<210> 19 
<211> 20 
<212> DNA 

<213> MOUSE UROMODULIN 



<400> 19 

atggggctgc tgagactaag 



20 



<210> 20 
<211> 20 
<212> DNA 

<213> MOUSE UROMODULIN 



<400> 20 



aagtcagact gtgttaggat 



20 



>10> 21 
<2Vl> 20 
<2l\> DNA 
<213\ MOUSE UROMODULIN 



<400> 
attgactgc 



caggaagcat 



<210> 22 
<211> 20 
<212> DNA 
<213> MOUSE UROMC 



DULIN 



I Ti 



<400> 22 
attttataac ctccctctac 



<210> 23 
<211> 20 
<212> DNA 

<213> MOUSE UROMODULIN 



Qi 



<400> 23 

atgcattcca gtctcagtgc 



<210> 24 
<211> 21 
<212> DNA 

<213> MOUSE UROMODULIN 



<400> 24 

tggggagagg acaaagcctt g 



20 



20 



20 



21 



<210> 25 
<211> 20 
<212> DNA 

<213> MOUSE UROMODULIN 



<400> 25 

tgacgtgcca actccactga 



20 



9 



<2vL0> 26 
<2l\.> 20 
<212V DNA 
<213>\MOUSE UROMODULIN 



<400> 2< 
aggacctgt'fe gggtaagaaa 



20 



<210> 27 
<211> 20 
<212> DNA 
<213> MOUSE UROMODULIN 



<400> 27 
tctggctgtg ggctctatatX 



20 



ri 

y s 

Pi 



<210> 28 
<211> 23 
<212> DNA 

<213> GOAT UROMOULIN 
<400> 28 

gactgagtac tggcgcagca cag 



23 



<210> 29 
<211> 22 
<212> DNA 

<213> GOAT UROMOULIN 



<400> 29 

gattgcactc agggggctct gt 



22 



<210> 30 
<211> 28 
<212> DNA 

<213> GOAT UROMOULIN 



<400> 30 

gtaccagccg cccagactga catcacag 



28 



<210> 31 
<211> 28 
<212> DNA 



10 



<213> GOAT UROMOULIN 



<400> 31 

\caggttgtac acgtagtagc cgccggca 



28 



<2\L0> 32 
<2l\> 27 
<212X DNA 
<213>^GOAT UROMOULIN 



<400> 32 
aagatttacc\agcccgggcc gtcgacc 



27 



<210> 33 
<211> 27 
<212> DNA 
<213> GOAT UROMOULIf 



a 

n 



<400> 33 
aataaagtgc cagggcaggg g^octta 



27 



<210> 34 
<211> 27 
<212> DNA 

<213> GOAT UROMOULIN 



<400> 34 

cttgtgtggt tgagtgtgtt cttgacc 



27 



<210> 35 
<211> 27 
<212> DNA 

<213> GOAT UROMOULIN 



<400> 35 

tgtgaaaggg gatgtctttg ggtacca 



27 



<210> 36 
<211> 27 
<212> DNA 

<213> GOAT UROMOULIN 



<400> 36 



11 



ac\agcaatgt gcaacccaat ggaaggg 



27 



<210> 

<211> 1&30 
<212> DNAV 

<213> GOAT ^ROMOULIN 





<400> 37 






actatagggc 


acgcgr^gtc 




acagagcctc 


atgttcac^a 




tattaggaac 


ttttattttc* 




tcttatgggg 


gataaacggg 




aaatgaaaag 


ataacttcct 




tttctcactt 


ttccacaaag 




attgtgaact 


aactgttata 




aactgagcta 


cctcttttcc 


i.1 1 


cgtcacccga 
tcactgtcat 


gcactaggcc 
atttcctgct 


fn ■ 


attgccatta 


acgtggaatt 


II j 


ctgccccatg 


actgcgcatc 


Ul 


ttgctatatg 


ccttaacttg 




gtattcttgt 


tttacagatg 


p 
T~ 


aaacgctgac 


caggattcag 


fii 


atctacttct 


caaggacctt 




ggtccaatga 


tgtctgaatt 


; n t 

y ! 


ctgatcacat 


tgggacccca 


aattaagtgg 


ccacaagtac 


01 


gcagcctggc 


ttcagattct 


Pi 


gaaaatccca 


ggcccttgga 


Q 


tgccaaaagg 


tataaaacag 




atcatttggg 


gtctctacct 




ggaaaacact 


gtgtcaaaag 




aaccagagga 


tcattggagg 




gaaagtcacc 


tacttgtaaa 




gcagctctca 


cttctcctag 




tgaaggatgg 





gacggcccgg 
accagaaatg 
;ctgaagtt 
cXaaggatac 
ttt^catcaa 
atgaasKjtta 
gatctcr^tg 
tatgaaa 
agacagaagg 
cagcctgagt 
aggtcaggag 
accaaaacag 
catcatctcc 
atgaaaatta 
atagactgac 
ccttcatggg 
atctgctgtc 
ggggagctgg 
acatcctggt 
ggcctctgct 
attgtttact 
agcccttgta 
attagggaaa 
ggaaaaatat 
agagattgcc 
aggattaatt 
ccacttctcc 



gctggtaaag 
acattcacca 
atagcaaaga 
aaacagttca 
agaaccgcaa 
atgcccaggg 
gggtgctgtt 
ccctgaggag 
yagaaagccct 
tkacatgtgc 
acc 

catc^gcagt 
tttaatgjacc 
cctctggateg 
tccaaagt c) 
aattcaaatt 
tctgaccttc 
ctgaatctgt 
ggggacgatg 
tggctccact 
cagttaattt 
gctgtgggca 
agaacaacaa 
tccaccccca 
agtgggggac 
ctacctttct 
catctagtct 



acacccagac 
cctaggattg 
aaggggaaaa 
gaaaagaata 
aagtaaataa 
tggctgagta 
tgggaagaaa 
gtgagtgagc 
caaagaggca 
ctgatttttc 
gaaccaagcc 
gacttccaca 
ataacaattc 
gaaaattact 
gtctgttcat 
cttgattca 
ag^ccattctc 
gacpgatggca 
agcaqccctt 
ttgtgctttt 
ctaacta\ag 
cagctgtg, 
ccacctcaca^ 
ttaaaataat 
agatgtatat 
ggtttcaggt 
ttgctggctc 



ttaggttttg 
agaaaaagaa 
aaaaaaacat 
aatagtaagc 
tgataagatg 
ctgtgctggg 
catcgctgaa 
cgctgctgat 
atgctgtgga 
tcaatatggc 
ctgtcattct 
gatggtacca 
taggacacgg 
ggcacacaaa 
ctacaaaatt 
cagagcatct 
agctcctttc 
tttgctttgg 
ttctcctgga 
caatgaccaa 
aacctcttgt 
ccccatgt ca 
^gcctagaaaa 
^aagaaacag 
atsatagatat 
aag^gctatct 
■ctgtt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1630 



<210> 38 
<211> 644 
<212> PRT 

<213> RAT UROMODULIN 
<400> 38 

Met Gly Gin Leu Leu Ser Leu Thr Trp Leu Leu Leu Val Met Val Val 
15 10 15 



12 



Thr bxo Trp Phe Thr Val Ala Gly Ala Asn Asp Ser Pro Glu Ala Arg 
\ 20 25 30 



Arg Cys \er Glu Cys His Asp Asn Ala Thr Cys Val Leu Asp Gly Val 

*5 40 45 

Val Thr Thr CSys Ser Cys Gin Ala Gly Phe Thr Gly Asp Gly Leu Val 

50 \ 55 60 

Cys Glu Asp lie ^sp Glu Cys Ala Thr Pro Trp Thr His Asn Cys Ser 

65 \ 70 75 80 



Asn Ser lie Cys Met 
85 



Thr Leu Gly Ser Tyr Glu Cys Ser Cys Gin 
90 95 



Asp Gly Phe Arg Leu Thr Pr\ Gly Leu Gly Cys lie Asp Val Asn Glu 

100 \ 105 110 

Cys Thr Glu Gin Gly Leu Ser Asn\Cys His Ser Leu Ala Thr Cys Val 

115 120 \ 125 

Asn Thr Glu Gly Ser Tyr Ser Cys Val Vs Pro Lys Gly Tyr Arg Gly 
130 135 \ 140 

Asp Gly Trp Tyr Cys Glu Cys Ser Pro Gly Fbe Cys Glu Pro Gly Leu 

145 150 is\ 160 

Asp Cys Leu Pro Gin Gly Pro Ser Gly Lys Leu v\l Cys Gin Asp Pro 

165 170 \ 175 

Cys Asn Val Tyr Glu Thr Leu Thr Glu Tyr Trp Arg Se^ Thr Asp Tyr 

180 185 \l90 

Gly Ala Gly Tyr Ser Cys Asp Ser Asp Met His Gly Trp T^r Arg Phe 

195 200 205 

Thr Gly Gin Gly Gly Val Arg Met Ala Glu Thr Cys Val Pro v\l Leu 
210 215 220 

Arg Cys Asn Thr Ala Ala Pro Met Trp Leu Asn Gly Ser His Pro 

225 230 235 2' 



Ser Arg Glu Gly lie Val Ser Arg Thr Ala Cys Ala His Trp Ser Asp 
245 250 255 



His Cys Cys Leu Trp Ser Thr Glu lie Gin Val Lys Ala Cys Pro Gly 
260 265 270 



Gly Phe Tyr Val Tyr Asn Leu Thr Glu Pro Pro Glu Cys Asn Leu Ala 
275 280 285 



Tyr Cys Thr Asp Pro Ser Ser Val Glu Gly Thr Cys Glu Glu Cys Gly 
290 295 300 

Val Asp Glu Asp Cys Val Ser Asp Asn Gly Arg Trp Arg Cys Gin Cys 
305 310 315 320 

Lys Gin Asp Phe Asn Val Thr Asp Val Ser Leu Leu Glu His Arg Leu 
325 330 335 

Glu Cys Glu Ala Asn Glu lie Lys lie Ser Leu Ser Lys Cys Gin Leu 
340 345 350 

Gin Ser Leu Gly Phe Met Lys Val Phe Met Tyr Leu Asn Asp Arg Gin 
355 360 365 

Cys Ser Gly Phe Ser Glu Arg Gly Glu Arg Asp Trp Met Ser lie Val 
370 375 380 

Thr Pro Ala Arg Asp Gly Pro Cys Gly Thr Val Leu Arg Arg Asn Glu 
385 390 395 400 

Thr His Ala Thr Tyr Ser Asn Thr Leu Tyr Leu Ala Ser Glu lie lie 
405 410 415 

lie Arg Asp lie Asn lie Arg lie Asn Phe Glu Cys Ser Tyr Pro Leu 
420 425 430 

Asp Met Lys Val Ser Leu Lys Thr Ser Leu Gin Pro Met Val Ser Ala 
435 440 445 

Leu Asn lie Ser Leu Gly Gly Thr Gly Lys Phe Thr Val Gin Met Ala 
450 455 460 

Leu Phe Gin Asn Pro Thr Tyr Thr Gin Pro Tyr Gin Gly Pro Ser Val 
465 470 475 480 

Met Leu Ser Thr Glu Ala Phe Leu Tyr Val Gly Thr Met Leu Asp Gly 
485 490 495 

Gly Asp Leu Ser Arg Phe Val Leu Leu Met Thr Asn Cys Tyr Ala Thr 
500 505 510 



Pro Ser Ser Asn Ser Thr Asp Pro Val Lys Tyr Phe lie lie Gin Asp 
515 520 525 



Arg Cys Pro His 
530 

Glu Ser Ser Gin 
545 

Asn Ser Asp Leu 



Met Ser Glu Gin 
580 

Gly Asn Phe lie 
595 

Arg Gin Gly Val 
610 

Gly Phe Leu Ser 
625 



Thr Glu Asp Thr 
535 

Ala Arg Phe Ser 
550 

Val Tyr Leu His 
565 

Cys Lys Pro Thr 



Asp Gin Thr Arg 
600 

Gin Ala Ser Val 
615 

lie Trp Leu Leu 
630 



Thr He Gin Val 
540 

He Gin Met Phe 
555 

Cys Glu Val Tyr 
570 

Cys Ser Gly Thr 
585 

Val Leu Asn Leu 



Ser Lys Ala Ala 
620 

Leu Phe Leu Ser 
635 



Thr Glu Asn Gly 



Arg Phe Ala Gly 
560 

Leu Cys Asp Thr 
575 

Arg Tyr Arg Ser 
590 

Gly Pro He Thr 
605 

Ser Ser Asn Leu 



Ala Thr Leu Thr 
640 



Leu Met Val His 



<210> 39 
<211> 642 
<212> PRT 

<213> MOUSE UROMODULIN 
<400> 39 

Met Gly lie Pro Leu Thr Trp Met Leu Leu Val Met Met Val Thr Ser 
15 10 15 

Trp Phe Thr Leu Ala Gly Ala Ser Asn Ser Thr Glu Ala Arg Arg Cys 
20 25 30 

Ser Glu Cys His Asn Asn Ala Thr Cys Thr Val Asp Gly Val Val Thr 
35 40 45 

Thr Cys Ser Cys Gin Thr Gly Phe Thr Gly Asp Gly Leu Val Cys Glu 
50 55 60 

Asp Met Asp Glu Cys Ala Thr Pro Trp Thr His Asn Cys Ser Asn Ser 
65 70 75 80 



Ser Cys Val Asn Thr Pro Gly Ser Phe Lys Cys Ser Cys Gin Asp Gly 
85 90 95 



Phe Arg Leu Thr Pro Gly Leu Gly Cys Thr Asp Val Asp Glu Cys Ser 
100 105 110 



Pi 



Glu Gin Gly Leu Ser Asn Cys His Ala Leu Ala Thr Cys .Val Asn Thr 
115 120 125 

Glu Gly Asp Tyr Leu Cys Val Cys Pro Lys Gly Phe Thr Gly Asp Gly 
130 135 140 

Trp Tyr Cys Glu Cys Ser Pro Ser Ser Cys Glu Pro Gly Leu Asp Cys 
145 150 155 160 

Leu Pro Gin Gly Pro Asp Gly Lys Leu Val Cys Gin Asp Pro Cys Asn 
165 170 175 

Thr Tyr Glu Thr Leu Thr Glu Tyr Trp Arg Ser Thr Glu Tyr Gly Val 
180 185 190 

Gly Tyr Ser Cys Asp Ala Gly Gin His Gly Trp Tyr Arg Phe Thr Gly 
195 200 205 

Gin Gly Gly Val Arg Met Ala Glu Thr Cys Val Pro Val Leu Ala Cys 
210 215 220 

Asn Thr Ala Ala Pro Met Trp Leu Asn Gly Ser His Pro Ser Ser Ser 
225 230 235 240 

Glu Gly lie Val Ser Arg Thr Ala Cys Ala His Trp Ser Asp His Cys 
245 250 255 

Cys Arg Trp Ser Thr Glu lie Gin Val Lys Ala Cys Pro Gly Gly Phe 
260 265 270 

Tyr lie Tyr Asn Leu Thr Glu Pro Pro Glu Cys Asn Leu Ala Tyr Cys 
275 280 285 

Thr Asp Pro Ser Ser Val Glu Gly Thr Cys Glu Glu Cys Arg Val Asp 
290 295 300 

Glu Asp Cys lie Ser Asp Asn Gly Arg Trp Arg Cys Gin Cys Lys Gin 
305 310 315 320 

Asp Ser Asn lie Thr Asp Val Ser Gin Leu Glu Tyr Arg Leu Glu Cys 
325 330 335 

Gly Ala Asn Asp lie Lys Met Ser Leu Arg Lys Cys Gin Leu Gin Ser 
340 345 350 



16 



Leu Gly Phe Met Asn Val Phe Met Tyr Leu Asn Asp Arg Gin Cys Ser 
355 360 365 



is : 

Li ; 



Gly Phe Ser Glu Ser Asp Glu Arg Asp Trp Met Ser lie Val Thr Pro 
370 375 380 

Ala Arg Asn Gly Pro Cys Gly Thr Val Leu Arg Arg Asn Glu Thr His 
385 390 395 400 

Ala Thr Tyr Ser Asn Thr Leu Tyr Leu Ala Asn Ala lie lie lie Arg 
405 410 415 

Asp lie lie lie Arg Met Asn Phe Glu Cys Ser Tyr Pro Leu Asp Met 
420 425 430 

Lys Val Ser Leu Lys Thr Ser Leu Gin Pro Met Val Ser Ala Leu Asn 
435 440 445 

lie Ser Leu Gly Gly Thr Gly Lys Phe Thr Val Arg Met Ala Leu Phe 
450 455 460 

Gin Ser Pro Thr Tyr Thr Gin Pro Tyr Gin Gly Pro Ser Val Met Leu 
i* 465 470 475 480 

Ser Thr Glu Ala Phe Leu Tyr Val Gly Thr Met Leu Asp Gly Gly Asp 
K 485 490 495 

i y 

01 Leu Ser Arg Phe Val Leu Leu Met Thr Asn Cys Tyr Ala Thr Pro Ser 

G 500 505 510 

o 

Ser Asn Ser Thr Asp Pro Val Lys Tyr Phe He He Gin Asp Ser Cys 
515 520 525 

Pro Arg Thr Glu Asp Thr Thr He Gin Val Thr Glu Asn Gly Glu Ser 
530 535 540 

Ser Gin Ala Arg Phe Ser Val Gin Met Phe Arg Phe Ala Gly Asn Tyr 
545 550 555 560 

Asp Leu Val Tyr Leu His Cys Glu Val Tyr Leu Cys Asp Ser Thr Ser 
565 570 575 

Glu Gin Cys Lys Pro Thr Cys Ser Gly Thr Arg Phe Arg Cys Gly Asn 
580 585 590 

Phe He Asp Gin Thr Arg Val Leu Asn Leu Gly Pro He Thr Arg Gin 
595 600 605 



17 



Gly Val Gin Ala Ser Val Ser Lys Ala Ala Ser Ser Asn Leu Arg Leu 
610 615 620 

Leu Ser lie Trp Leu Leu Leu Phe Leu Ser Ala Thr Leu lie Phe Met 
625 630 635 640 

Val Gin 



<210> 40 
<211> 640 
<212> PRT 

<213> HUMAN UROMODULIN 
<400> 40 

Met Gly Gin Pro Ser Leu Thr Trp Met Leu Met Val Val Val Ala Ser 
15 10 15 

Trp Phe lie Thr Thr Ala Ala Thr Asp Thr Ser Glu Ala Arg Trp Cys 
20 25 30 

Ser Glu Cys His Ser Asn Ala Thr Cys Thr Glu Asp Glu Ala Val Thr 
35 40 45 

Thr Cys Thr Cys Gin Glu Gly Phe Thr Gly Asp Gly Leu Thr Cys Val 
50 55 60 

Asp Leu Asp Glu Cys Ala lie Pro Gly Ala His Asn Cys Ser Ala Asn 
65 70 75 80 

Ser Ser Cys Val Asn Thr Pro Gly Ser Phe Ser Cys Val Cys Pro Glu 
85 90 95 

Gly Phe Arg Leu Ser Pro Gly Leu Gly Cys Thr Asp Val Asp Glu Cys 
100 105 110 

Ala Glu Pro Gly Leu Ser His Cys His Ala Leu Ala Thr Cys Val Asn 
115 120 125 

Val Val Gly Ser Tyr Leu Cys Val Cys Pro Ala Gly Tyr Arg Gly Asp 
130 135. 140 

Gly Trp His Cys Glu Cys Ser Pro Gly Ser Cys Gly Pro Gly Leu Asp 
145 150 155 160 

Cys Val Pro Glu Gly Asp Ala Leu Val Cys Ala Asp Pro Cys Gin Ala 



18 



165 



170 



175 



His Arg Thr Leu 
180 

Tyr Ala Cys Asp 
195 

Gly Gly Ala Arg 
210 

Thr Ala Ala Pro 
225 

Gly He Val Ser 



Leu Trp Asp Ala 
260 

Val Tyr Asn Leu 
275 

Asp Pro Ser Ser 
290 

Asp Cys Lys Ser 
305 

Phe Asn He Thr 



Ala Asn Asp Met 
340 

Gly Phe Asp Lys 
355 

Phe Asn Asp Arg 
370 

Arg Asp Gly Pro 
385 

Thr Tyr Ser Asn 



Leu Asn He Lys 



Asp Glu Tyr Trp 



Thr Asp Leu Arg 
200 

Met Ala Glu Thr 
215 

Met Trp Leu Asn 
230 

Arg Lys Ala Cys 
245 

Ser Val Gin Val 



Thr Ala Pro Pro 
280 

Val Glu Gly Thr 
295 

Asn Asn Gly Arg 
310 

Asp He Ser Leu 
325 

Lys Val Ser Leu 



Val Phe Met Tyr 
360 

Asp Asn Arg Asp 
375 

Cys Gly Thr Val 
390 

Thr Leu Tyr Leu 
405 

He Asn Phe Ala 



Arg Ser Thr Glu 
185 

Gly Trp Tyr Arg 



Cys Val Pro Val 
220 

Gly Thr His Pro 
235 

Ala His Trp Ser 
250 

Lys Ala Cys Ala 
265 

Glu Cys His Leu 



Cys Glu Glu Cys 
300 

Trp His Cys Gin 
315 

Leu Glu His Arg 
330 

Gly Lys Cys Gin 
345 

Leu Ser Asp Ser 



Trp Val Ser Val 
380 

Leu Thr Arg Asn 
395 

Ala Asp Glu He 
410 

Cys Ser Tyr Pro 



Tyr Gly Glu Gly 
190 

Phe Val Gly Gin 
205 

Leu Arg Cys Asn 



Ser Ser Asp Glu 
240 

Gly His Cys Cys 
255 

Gly Gly Tyr Tyr 
270 

Ala Tyr Cys Thr 
285 

Ser He Asp Glu 



Cys Lys Gin Asp 
320 

Leu Glu Cys Gly 
335 

Leu Lys Ser Leu 
350 

Arg Cys Ser Gly 
365 

Val Thr Pro Ala 



Glu Thr His Ala 
400 

He He Arg Asp 
415 

Leu Asp Met Lys 



19 



420 



425 



430 



Val Ser Leu Lys Thr Ala Leu Gin Pro Met Val Ser Ala Leu Asn lie 
435 440 445 

Arg Val Gly Gly Thr Gly Met Phe Thr Val Arg Met Ala Leu Phe Gin 
450 455 ^ 460 

Thr Pro Ser Tyr Thr Gin Pro Tyr Gin Gly Ser Ser Val Thr Leu Ser 
465 470 475 480 

Thr Glu Ala Phe Leu Tyr Val Gly Thr Met Leu Asp Gly Gly Asp Leu 
485 490 495 

Ser Arg Phe Ala Leu Leu Met Thr Asn Cys Tyr Ala Thr Pro Ser Ser 
500 505 510 

Asn Ala Thr Asp Pro Leu Lys Tyr Phe lie lie Gin Asp Arg Cys Pro 
515 520 525 

His Thr Arg Asp Ser Thr lie Gin Val Val Glu Asn Gly Glu Ser Ser 
530 535 540 

Gin Gly Arg Phe Ser Val Gin Met Phe Arg Phe Ala Gly Asn Tyr Asp 
545 550 555 560 

Leu Val Tyr Leu His Cys Glu Val Tyr Leu Cys Asp Thr Met Asn Glu 
565 570 575 

Lys Cys Lys Pro Thr Cys Ser Gly Thr Arg Phe Arg Ser Gly Ser Val 
580 585 590 

lie Asp Gin Ser Arg Val Leu Asn Leu Gly Pro lie Thr Arg Lys Gly 
595 600 605 

Val Gin Ala Thr Val Ser Arg Ala Phe Ser Ser Leu Gly Leu Leu Lys 
610 615 620 

Val Trp Leu Pro Leu Leu Leu Ser Ala Thr Leu Thr Leu Thr Phe Gin 
625 630 635 640 



<210> 41 
<211> 459 
<212> PRT 



20 



<213> BOVINE UROMODULIN 



<400> 41 

Met Lys Cys Ser Asn Met Trp Met Ala Ala Val Val Thr Ser Trp Val 
15 10 15 

Ala Ala Thr Asp Thr Ser Ser Ala Lys Ser Cys Ser Cys His Ser Asn 
20 25 30 

Ala Thr Cys Thr Val Asp Gly Ala Ala Thr Thr Cys Ala Cys Gly Thr 
35 40 45 

Gly Asp Gly Cys Val Asp Asp Cys Ala Val Gly Ala His Asn Cys Ser 
50 55 60 

Ala Thr Lys Ser Cys Val Asn Thr Gly Ser Tyr Thr Cys Val Cys Gly 
65 70 75 80 

Ser Ser Gly Cys Asp Val Asp Cys Ala Gly Ser Arg Cys His Ala Ala 
85 90 95 

Thr Cys Asn Gly Gly Asn Tyr Ser Cys Val Cys Ala Gly Tyr Gly Asp 
100 105 110 

Gly Arg His Cys Cys Ser Gly Ser Cys Gly Gly Asp Cys Val Arg Gly 
115 120 125 

Asp Ala Val Cys Val Asp Cys Val His Arg Asp Tyr Trp Arg Ser Thr 
130 135 140 

Tyr Gly Ser Gly Tyr Cys Asp Val Ser Gly Gly Trp Tyr Arg Val Gly 
145 150 155 160 

Ala Gly Val Arg Thr Cys Val Val His Cys Asn Thr Ala Ala Met Trp 
165 170 175 

Asn Gly Thr His Ser Ser Asp Gly Val Asn Arg Val Ala Cys Ala His 
180 185 190 

Trp Ser Gly Asp Cys Cys Trp Asp Ala Val Lys Ala Cys Ala Gly Gly 
195 200 205 



Tyr Tyr Val Tyr Asn Thr Ala Cys His Ala Tyr Cys Thr Asp Ser Ser 
210 215 220 



Val Gly Thr Cys Cys Arg Val Asp Asp Cys Lys Ser Asp Asn Gly Trp 
225 230. 235 240 



His Cys Cys.Lys Asp Asn Val Thr Asp Ser Arg Arg Cys Gly Val Asp 
245 250 255 



Asp Lys Ser Ser Lys Cys Lys Ser Gly Lys Val Met Tyr His Asp Ser 
260 265 270 

Cys Ser Gly Thr Arg Gly Asp Arg Asp Trp Met Ser Val Val Thr Ala 
275 280 285 

Arg Asp Gly Cys Gly Thr Val Met Thr Arg Asn Thr His Ala Thr Tyr 
290 295 300 

Ser Asn Thr Tyr Ala Asp Arg Asp Asn Arg Asn Ala Cys Ser Tyr Asp 
305 310 315 320 

Met Lys Val Ser Lys Thr Ser Met Val Ser Ala Asn Ser Met Gly Gly 
325 330 335 

Thr Gly Thr Thr Val Arg Met Ala Ser Ala Tyr Thr Tyr Gly Ser Ser 
340 345 350 

Val Thr Ser Thr Ala Tyr Val Gly Thr Met Asp Gly Gly Asp Ser Arg 
355 360 365 

Val Met Thr Asn Cys Tyr Ala Thr Ser Ser Asn Ala Thr Asp Lys Tyr 
370 375 380 

Asp Arg Cys Arg Ala Ala Asp Ser Thr Val Asn Gly Ser Gly Arg Ser 
385 390 395 400 

Val Met Arg Ala Gly Asn Tyr Asp Val Tyr His Cys Val Tyr Cys Asp 
405 410 415 

Thr Val Asn Lys Cys Arg Thr Cys Thr Arg Arg Ser Gly Ser Asp Thr 
420 425 430 

Arg Val Asn Gly Thr Arg Lys Gly Gly Ala Ala Met Ser Arg Ala Ala 
435 440 445 



Ser Ser Gly Val Trp Ser Ala Thr Thr Met Ser 
450 455 



<210> 42 
<211> 34 
<212> PRT 

<213> RAT UROMODULIN 



22 



<400> 42 

Gly Val Gin Ala Ser Val Ser Lys Ala Ala Ser Ser Asn Leu Gly Phe 
1 5 10* 15 

Leu Ser lie Trp Leu Leu Leu Phe Leu Ser Ala Thr Leu Thr Leu Met 
20 25 30 

Val His 



<210> 43 
<211> 34 
<212> PRT 

<213> MOUSE UROMODULIN 
<400> 43 

Gly Val Gin Ala Ser Val Ser Lys Ala Ala Ser Ser Asn Leu Arg Leu 
1 5 10 " 15 

Leu Ser lie Trp Leu Leu Leu Phe Leu Ser Ala Thr Leu lie Phe Met 
20 25 30 



Val Gin 



<210> 44 
<211> 33 
<212> PRT 

<213> HUMAN UROMODULIN 
<400> 44 

Gly Val Gin Ala Thr Val Ser Arg Ala Phe Ser Ser Leu Gly Leu Leu 
15 10 15 

Lys Val Trp Leu Pro Leu Leu Leu Ser Ala Thr Leu Thr Leu Thr Phe 
20 25 30 

Gin 



<210> 45 
<211> 34 
<212> PRT 

<213> BOVINE UROMODULIN 



<400> 45 

Gly Gly Gin Ala Ala Met Ser Arg Ala Ala Pro Ser Ser Leu Gly Leu 
15 10 15 

Leu Gin Val Trp Leu Pro Leu Leu Leu Ser Ala Thr Leu Thr Leu Met 
20 25 30 



Ser Pro 



<210> 46 
<211> 42 
<212> PRT 
<213> TORPEDO 

<400> 46 

Asn Gin Phe Leu Pro Lys Leu Leu 
1 5 

Leu Ser Ser Ser Gly Thr Ser Ser 
20 

Leu Phe Ser lie Leu Tyr Leu lie 
35 40 



Asn Ala Thr Ala Cys Asp Gly Glu 
10 15 

Ser Lys Gly lie lie Phe Tyr Val 
25 30 

Phe Tyr 



<210> 47 
<211> 42 
<212> PRT 
<213> PLACENTA 

<400> 47 

Thr Ala Cys Asp Leu Ala Pro Pro Ala Gly Thr Thr Asp Ala Ala His 
15 10 15 

Pro Gly Arg Ser Val Val Pro Ala Leu Leu Pro Leu Leu Ala Gly Thr 
20 25 30 

Leu Leu Leu Leu Glu Thr Ala Thr Ala Pro 
35 40 



<210> 48 
<211> 41 
<212> PRT 

<213> DECAY ACCELERATING FACTOR 



<400> 48 

His Glu Thr Thr Pro Asn Lys Gly Ser Gly Thr Thr Ser Gly Thr Thr 
15 10 15 

Arg Leu Leu Ser Gly His Thr Cys Phe Thr Leu Thr Gly Leu Leu Gly 
20 25 30 

Thr Leu Val Thr Met Gly Leu Leu Thr 
35 40 



fc==- 

%I3 



5 



<210> 49 
<211> 35 
<212> PRT 
<213> T. BRUCEI 

<400> 49 

Glu Pro Glu Pro Glu Pro Glu Pro Glu Pro Glu Pro Gly Ala Ala Thr 
15 10 15 

Leu Lys Ser Val Ala Leu Pro Phe Ala lie Ala Ala Ala Ala Leu Val 
20 25 30 

Ala Ala Phe 
35 



<210> 50 
<211> 36 
O <212> PRT 

□ <213> HAMSTER 



<400> 50 

Gin Lys Glu Ser Gin Ala Tyr Tyr Asp Gly Arg Arg Ser Ser Ala Val 
1 5 10 15 

Leu Phe Ser Ser Pro Pro Val lie Leu Leu lie Ser Phe Leu lie Phe 
20 25 30 

Leu Met Val Gly 
35 



<210> 51 
<211> 44 
<212> PRT 
<213> RAT 



25 



<400> 51 

Lys Thr lie Asn Val lie Arg Asp Lys Leu Val Lys Cys Gly Gly lie 
15 10 15 

Ser Leu Leu Val Gin Asn Thr Ser Trp Leu Leu Leu Leu Leu Leu Ser 
20 25 30 



Leu Ser Phe Leu Gin Ala Thr Asp Phe lie Ser Leu 
35 40 



<210> 52 
<211> 36 
<212> PRT 
<213> T; BRUCEI 



a 

41 
y 5 



□ 



pi 



<400> 52 

Glu Ser Asn Cys Lys Trp Glu Asn Asn Ala Cys Lys Asp Ser Ser lie 
15 10 15 

Leu Val Thr Lys Lys Phe Ala Leu Thr Val Val Ser Ala Ala Phe Val 
20 25 30 

Ala Leu Leu Phe 
35 



<210> 53 
01 <211> 29 

P <212> DNA 

^ <213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : SYNTHETIC 
<400> 53 

gaagggcccc caagagatcc aagtctcct 29 



<210> 54 
<211> 30 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : SYNTHETIC 



<400> 54 



26 



